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FoxWare™ Protein
Footprinting Software

Introducing new Hydroxyl Radical Protein Footprinting (HRPF)
analysis software from GenNext Technologies—a user-friendly
bioinformatics tool for quickly and accurately interpreting
results from Fast Photochemical Oxidation of Proteins (FPOP)
experiments.

About FPOP HRPF HOS Data Analysis

Maximize the results of your FPOP experiments

FPOP HRPF is an emerging technique that elucidates biopharmaceutical higher order
structures, biopharmaceutical aggregation, and ligand-protein interactions. Using hydroxyl
radicals to label solvent exposed sides chains of 19 out of 20 natural amino acids, FPOP
provides great protein coverage of solvent accessible residues.

Until the release of our FoxWare Software, the complexity of FPOP data required hours
of laborious analysis to elucidate HOS information. Now, the analysis of your FPOP
experimental results is just a click away.
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Figure 1: Histograms of (A) extent of peptide oxidation for each modification.
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replicate group.
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XIC retention time, peak area,
and peak intensity

With just a click, you can examine

the XICs for both the unmodified and
modified peptides. FoxWare™ Protein
Footprinting Software automatically
evaluates and filters each XIC by its
retention time, peak area, and MS1
spectra. You can easily unfilter or apply
additional filters to any detected peak.
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Figure 2: XIC of (A) unmodified peptide and (B) corresponding singly
oxidized peptide.

Feature detection and isotopic distribution

With the MS1 feature in the FoxWare Protein Footprinting Software, the quality of identified XIC peaks can be easily
monitored for greater identification confidence.
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Figure 3: MS1 Feature detection and isotopic distribution of selected peptide.



FoxWare Protein Footprinting Software

Dose responce curves

FoxWare™ Protein Footprinting Software creates hydroxyl radical dose response curves so you can easily track the
change in oxidation with increasing hydroxyl radical exposure, thus creating an efficient test to ensure proteins remain

natively folded during labeling.
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Figure 4: Change in average peptide oxidation over increasing hydroxyl radical dose. The change in adenine absorbance
directly correlates to the effective concentration of hydroxyl radical. As the hydroxyl radical concentration increases the
average peptide oxidation linearly increases.

Peptide solvent accessibility

For simplified observations of significant changes in
peptide solvent accessibility between conditions, the
software automatically generates illustrative Volcano
Plots. These plots depict the p-value and fold change

in oxidation (i.e., solvent accessibility) for each peptide,
making it easy to pinpoint protein regions that are differ-

entially affected.

Figure 5: Volcano Plot comparing the average peptide
oxidation between two conditions highlighting regions with

significant change in solvent accessibility.

HC[138-151] 2=3
.

5.44

-Logie P value

3.6

1.8

650

HC[126-137] z=2
L]

.
HC[1-1g] z=2 HC[975-996] 2=2
. a

HC[89-125] 2=3
.

. |

HC[68-76] z=2 HC[223-252] z=2
B A

hepi4-42012-3F W2

HC[226-237] z=3
L]

HC[170-183] z=2
.

HC[538-551) z=2

HC[e51-858] 2=2

@ HC[152-274] z=2 HC[652-714] 2=3 HC[199-225] z=2

HC[201-381] 2=2
L]
HC[215-222] z=3
.
HCIE81-761] z=3
HC[146-165] z=2

91-103] 2=
78] z=2

. i
1Rl z=2 @ HC[479-852] 2=2
Heeag 2=3f ﬂHC[&?ﬁf

_e
HC[127-142] 2=3 HC[308-321] z=2

HC[251-259] z=3 » .,HC 3.’5@5& z=3

HC[273-232] z=3 » EHC 111-161).2=3

HCI108-126] 2=2 » 715729 20
HCi823-852] z=2 & \HC[360-5/8) z=3
.

-1 0 1 2 3 4

C[857-913] 2=3

log= Fold Change

726 1059 | INFO@QGNXTECH.COM | GNXTECH.COM



mailto:info%40gnxtech.com%20?subject=
https://gnxtech.com/

g\u,g\gNext

TECHNOLOGIES

GenNext has pioneered a superior,

compact, cost-effective, and safe

means of performing advanced _ GenNext

Fox™ Dosmerin

FPOP HRPF analysis. By replacing o 4
expensive, complicated, and .

hazardous lasers with our proprietary

Flash Oxidation System, you

can easily perform HRPF with a

convenient benchtop instrument.

Discover the Benefits of HRPF

Contact us to accelerate your biopharmaceutical and biosimilar
development and protein conformational research.

650 726 1059 | INFO@QGNXTECH.COM | GNXTECH.COM



mailto:info%40gnxtech.com%20?subject=
https://gnxtech.com/

